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Qs
Official Symbol ALDH2 and Name: aldehyde dehydrog: 2 famly (nitochondnial) [Homo saprens]
Other Aliases: ALDH-E2, ALDHI. ALDM, MGC1806
Othet Designatiens ALDH class 2, hyde dehydrog: 2, bver hondrial ALDH. mitochondnal a
aldebyde debydrogenase 2
Chromozems: 12, Location: 12q24.2
Annotation: Chromosome 12, NC_000012.10 (1!0688729 110732167)
MIML: 100650
GenelID: 217

[J2: ADHEIB

Official Sywbol ADHIB and Name: alcohol dehydrogenase 1B (class I), beta polypeptide { Homo supiens]
Othes Aliases ADH2, DKFZp686C06125

Othier Designations: ADH, beta subunst, alcohol dehydrogenase 2 (class I), beta polypeptide; alcohol dehydrog
& Cluoraosome: 4, Location: 4q21-923

@ALDH2 (PR T BIMRIE CONR-YTRB N B,
11: ALDH2 aldehyd ydrog 2family (mitochondrial) { Homo sapens}

fAelated Sites

Genolo: 217 updated 0G-apr-2008
Sumsmary 2
Officie! Symbo!
Official Full Nai hyda dehycrogenate 2 famdy (mutochondnal BEFOEXAH(INR—L) |

521 OREI—FLTOBRETERLTNG |

_ nmqﬂmus Reviewsd

°3L%hm;ﬁﬁ?—inrb\é | - OREFI=DLTOLS |
-

ASO KNOWD B AL ALDL- AL OMaS2MCC 1206

Summai This praten belongs to the aldehyde dahyemganlu hrvulv of protens. Aldehyde dehydrogenase 1s the socond\
mzvme of the maxr oxdalive pathway of alcohol metabolism. Two major liver isoforms of this enzyene, Cytosoic.

. €3N be distingu by thes mobisties, kinetic properties, and subceliiar
locnxibom Mm! Caucasians nav. two major isozymes, whie Wol!na(w 50% of Onentals have only the
Cytososc is02yme. mssing the soTyme. A Pugher fre of acute aicohol intoxcation,

among Onenatals than among Caucasians could bo related to the absence of the mitochondnal isozyme. This
encodes @ mitochondnal rsoform, whech has a 1ow km for acetaldehydes, and s localized in mtochondnal matnx. J

Genomlc regions, transcripts, and producty 2
| mRNAH I
Go to wmferprie suguency Yetaly ey our ey taguente Bieey:

1, 000012,19

Taasnren fuemney
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U sm rvsien B - ealetes repten

Genomle context 2
2N

chromosome: 12; Location: 12q24.2
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B& 51 See ALDH2 Map Viewer £ 7 U v 7 ¢ 3 LMz FOMBAMBL EFBAND

TZ1: ALDHZ aldehyde 2 fandly [ Homo sapens ]

GenelD: 217 - updated 05-Apr-2008
Supvnary E
ot tmhe o N s

Officied Full Nama  atdehyde 2 famdy
) o ened 57 MGNG

Soe reloted  EniamblLIHCGOCOQCIINRTE; HERDICO0T, MIM. 100650
Genatypa proten codng
Ratleq status Reviewsd
un-aqa Em'you, Metazos; montata. Craniate; thowara Euthena; e
. Primatos; Haplocrhine; Catariburi; Hormredae; Homo
Also known o3 ALDM; ALDHE: ALDH-E2; MGC 1606
Bummory This proten belongs to the akdshyde dehycrogenase famdly of proteins, Aldehyde dehydragenase is the sscond
mzymo of the major oxxtative pathway of sicohol metaboksm. Two major bver isoforms of this enzyme, Cytosokc
€an be by thesr mobites, kinetc
bcmmcm Mot Caucasians have two major 5ozymes, while approxmately 50% of Orwnwl have only the
Cytosohe 0ZyMe, AELING the MItoChondnal 50Zyme. A remark ably hughet frequency of scute sicchal ntomcation
among Orentats than among Caucasiant coutd be ralated 10 the absence of the metochondnal nozyme. This gens
ancodes a mstochondnal isoform, which has 3 low km for acetaidehydes, and 13 locakzed in mitochondnal matrix.
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